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Sample Info

Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description Alert Observations
Caution! Expired
Al ) ) 10 Ladder N ScreenTape device; Ladder
Caution! Expired
ScreenTape device; The
upper ribosomal fragment
has degraded
Caution! Expired
ScreenTape device; The
upper ribosomal fragment
has degraded
Caution! Expired
ScreenTape device; The
upper ribosomal fragment
has degraded
Caution! Expired
ScreenTape device; The
upper ribosomal fragment
has degraded

Bl 9.0 0.1 67.8 845 A

Cl1 9.4 - 71.8 809 A

D1 9.4 - 53.4 853 A

El 8.7 - 58.3 746 A
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
Caution! Expired
Al 3 B 110 Ladder A ScreenTape device; Ladder
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
200 9.92 - 146 10.46
500 20.9 - 123 22.03
1000 16.0 - 47.2 16.91
2000 16.7 - 24.6 17.62
4000 17.3 - 12.7 18.26
6000 14.0 - 6.85 14.72
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
Caution! Expired
ScreenTape device; The
Bl 9.0 0.1 67.8 845 A wper rbosomal fragment
has degraded
Peak Table
Si Calibrated Conc. q q o .
ize [nt] [ng/ul] Assigned Conc. [ng/ul] |Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1858 30.5 - 48.3 90.60 18S
3127 3.16 - 2.98 9.40 28S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
Caution! Expired
ScreenTape device; The
Cl 9.4 - 71.8 809 A wper rbosomal fragment
has degraded
Peak Table
Si Calibrated Conc. q q o .
ize [nt] [ng/ul] Assigned Conc. [ng/ul] |Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1765 34.7 - 57.8 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
Caution! Expired
ScreenTape device; The
D1 9.4 - 53.4 853 A wper rbosomal fragment
has degraded
Peak Table
Si Calibrated Conc. q q o .
ize [nt] [ng/ul] Assigned Conc. [ng/ul] |Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1758 26.6 - 44.4 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
Caution! Expired
ScreenTape device; The
El 8.7 - 58.3 746 A wper rbosomal fragment
has degraded
Peak Table
Si Calibrated Conc. q q o .
ize [nt] [ng/ul] Assigned Conc. [ng/ul] |Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1832 26.8 - 43.0 100.00 18S

TapeStation Analysis Software 3.1

© Agilent Technologies, Inc. 2019

Generated: 09-Sep-2020



