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Sample Info
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description Alert Observations
Al . . 124 Ladder Ladder
The upper ribosomal
BI 9.3 - 421 793 fragment has degraded
The upper ribosomal
Cl 9.1 - 38.0 1524 fragment has degraded
The upper ribosomal
D1 9.0 - 112 1534 fragment has degraded
The upper ribosomal
El 9.6 - 126 1449 fragment has degraded
The upper ribosomal
Fl 82 - 146 1446 fragment has degraded
The upper ribosomal
Gl 8.7 - 108 22 fragment has degraded
The upper ribosomal
HI 9.5 - 103 18 fragment has degraded
The upper ribosomal
A2 9.5 - 38.5 331 fragment has degraded
Sample concentration
outside functional range
B 91 _ 24.9 339 A for RINe and the assay;
The upper ribosomal
fragment has degraded
The upper ribosomal
2 8.6 - 442 789 fragment has degraded
The upper ribosomal
D2 8.4 - 75.8 837 fragment has degraded
The upper ribosomal
E2 9.2 - 38.1 722 fragment has degraded
The upper ribosomal
1) 9.3 - 83.6 1615 fragment has degraded
The upper ribosomal
Q@ 9.8 - 110 355 fragment has degraded
The upper ribosomal
H2 8.9 - 104 1512 fragment has degraded
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Sample Table
[ Well RINe [ 285/18S (Area) | Conc. [ng/ul] | _Sample Description | Alert | Observations |
[ Al - - [ 124 | Ladder | Ladder |
Peak Table
Si Calibrated Conc. q g o q
ize [nt] [ng/ul] Assigned Conc. [ng/pl] [Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
200 10.5 - 154 9.36
500 239 - 141 21.34
1000 18.1 - 53.4 16.20
2000 20.2 - 29.7 18.03
4000 22.0 - 16.2 19.66
6000 17.3 - 8.46 15.41
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Bl o ) 41 793 fragment has degraded
Peak Table
Size [nt] Calib[r:;{e};]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1753 19.6 - 329 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
Cl 9.1 - 38.0 1524 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1816 17.1 - 27.7 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
D1 9.0 - 112 1534 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1757 50.4 - 84.4 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
El Ao ) 126 1449 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1569 63.3 - 119 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Fl - ) 146 1446 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1614 59.9 - 109 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Gl by ) 108 2 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1581 43.8 - 81.5 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
HI = ) 103 18 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1599 51.8 - 95.4 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
A2 = ) 385 31 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1786 22.1 - 36.4 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
Sample concentration
outside functional range
B2 9.1 - 249 339 A for RINe and the assay;
The upper ribosomal
fragment has degraded
Peak Table
s Calibrated Conc. . . o .
Size [nt] [ng/ul] Assigned Conc. [ng/ul] [Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1908 12.6 - 19.4 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
@ b ) 442 789 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1781 20.0 - 33.0 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
D2 e ) 758 837 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1713 333 - 57.1 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
E2 - ) 381 722 fragment has degraded
Peak Table
Size [nt] Calib[r:;{e};]Conc. Assigned Conc. [ng/pul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1753 19.5 - 32.7 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
P2 o ) 83.6 1615 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1682 443 - 715 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
@ oh ) 110 335 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1585 67.7 - 126 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
H2 a0 ) 104 1512 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1660 44.5 - 78.8 100.00 18S
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