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Sample Info

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations
A1 - - 98.8 Ladder Ladder

B1 9.6 - 73.4 15 The upper ribosomal
fragment has degraded

C1 9.5 - 129 27 The upper ribosomal
fragment has degraded

D1 9.6 - 55.0 439 The upper ribosomal
fragment has degraded

E1 10.0 - 101 414 The upper ribosomal
fragment has degraded

F1 8.6 - 32.8 754 The upper ribosomal
fragment has degraded

G1 9.9 - 93.2 726 The upper ribosomal
fragment has degraded

H1 8.3 0.3 12.8 1651

Sample concentration
outside functional range
for RINe and the assay;
The upper ribosomal
fragment has degraded

A2 9.5 - 83.0 1590 The upper ribosomal
fragment has degraded

B2 8.5 - 12.5 1609

Sample concentration
outside functional range
for RINe and the assay;
The upper ribosomal
fragment has degraded

C2 8.6 - 134 1584 The upper ribosomal
fragment has degraded
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A1: Ladder

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations
A1 - - 98.8 Ladder Ladder

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
200 9.60 - 141 10.66
500 21.1 - 124 23.36
1000 15.4 - 45.4 17.11
2000 15.8 - 23.2 17.52
4000 15.5 - 11.4 17.25
6000 12.7 - 6.23 14.10
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B1: 15

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

B1 9.6 - 73.4 15 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1860 44.5 - 70.4 100.00 18S
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C1: 27

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

C1 9.5 - 129 27 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1858 71.8 - 114 100.00 18S
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D1: 439

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

D1 9.6 - 55.0 439 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1761 27.9 - 46.6 100.00 18S
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E1: 414

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

E1 10.0 - 101 414 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1735 52.2 - 88.5 100.00 18S
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F1: 754

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

F1 8.6 - 32.8 754 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1822 12.5 - 20.1 100.00 18S
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G1: 726

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

G1 9.9 - 93.2 726 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1749 52.3 - 87.9 100.00 18S
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H1: 1651

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

H1 8.3 0.3 12.8 1651

Sample concentration
outside functional range
for RINe and the assay;
The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1877 2.81 - 4.40 76.89 18S
3969 0.844 - 0.625 23.11 28S
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A2: 1590

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

A2 9.5 - 83.0 1590 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1634 47.5 - 85.5 100.00 18S
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B2: 1609

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

B2 8.5 - 12.5 1609

Sample concentration
outside functional range
for RINe and the assay;
The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1732 4.43 - 7.52 100.00 18S
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C2: 1584

Sample Table

Well RINe 28S/18S (Area) Conc. [ng/µl] Sample Description Alert Observations

C2 8.6 - 134 1584 The upper ribosomal
fragment has degraded

Peak Table

Size [nt] Calibrated Conc.
[ng/µl] Assigned Conc. [ng/µl] Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations

25 40.0 40.0 4710 - Lower Marker
1699 63.2 - 109 100.00 18S
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