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Sample Info
Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description Alert Observations
Al - - 98.8 Ladder Ladder
The upper ribosomal
Bl 9.6 - 734 15 fragment has degraded
The upper ribosomal
cl - ) 129 27 fragment has degraded
The upper ribosomal
D1 9.6 - 55.0 439 fragment has degraded
The upper ribosomal
El 10.0 - 101 414 fragment has deraded
The upper ribosomal
Fl b ) 328 754 fragment has degraded
The upper ribosomal
Gl 9.9 - 932 726 fragment has degraded
Sample concentration
outside functional range
H1 83 0.3 12.8 1651 A for RINe and the assay;
The upper ribosomal
fragment has degraded
The upper ribosomal
A2 9.5 - 83.0 1590 fragment has degraded
Sample concentration
outside functional range
B2 8.5 N 12.5 1609 A for RINe and the assay;
The upper ribosomal
fragment has degraded
The upper ribosomal
2 8.6 - 134 1584 fragment has degraded

TapeStation Analysis Software 3.1 © Agilent Technologies, Inc. 2019 Generated: 10-Sep-2020



RNA ScreenTape®

EUKARYOTIC RNA ANALYSIS Page 2
Al: Ladder
<
5 R I L S
16
14
é 12 4 FE
2
E 10
E
=R
2
H
3, ]
2 4 J
o L ] L ] L = ] \Q I ID ; ] Size
q s 8 g g ¢g¢ i
Sample Table
[ Well RINe [ 285/18S (Area) | Conc. [ng/ul] | _Sample Description | Alert | Observations |
[ Al - - [ 98.8 [Ladder | Ladder |
Peak Table
Si Calibrated Conc. a q o .
ize [nt] [ng/u] Assigned Conc. [ng/pl] [Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
200 9.60 - 141 10.66
500 21.1 - 124 23.36
1000 154 - 45.4 17.11
2000 15.8 - 232 17.52
4000 15.5 - 114 17.25
6000 12.7 - 6.23 14.10
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Bl Ao ) 734 15 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1860 44.5 - 70.4 100.00 18S
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Sample Intensity [Normalized FU] (1043)
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
cl = ) 129 2 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1858 71.8 - 114 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
DI Ao ) 330 439 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1761 279 - 46.6 100.00 18S
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Sample Intensity [Normalized FU] (1043)
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
El 10 ) 101 414 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1735 522 - 88.5 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Fl b ) 328 754 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1822 12.5 - 20.1 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Gl . ) 932 726 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1749 52.3 - 87.9 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
Sample concentration
outside functional range
H1 83 0.3 12.8 1651 A for RINe and the assay;
The upper ribosomal
fragment has degraded
Peak Table
si Calibrated Conc. . . o, .
ize [nt] [ng/ul] Assigned Conc. [ng/pl] [Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1877 2.81 - 4.40 76.89 18S
3969 0.844 - 0.625 23.11 28S
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Sample Intensity [Normalized FU] (1043)
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
A2 = ) 83.0 1590 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1634 47.5 - 85.5 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
Sample concentration
outside functional range
B2 8.5 - 12.5 1609 A for RINe and the assay;
The upper ribosomal
fragment has degraded
Peak Table
q Calibrated Conc. a q .
Size [nt] [ng/ul] Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1732 4.43 - 7.52 100.00 18S
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Sample Intensity [Normalized FU] (1043)
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
@ b ) 134 1584 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1699 63.2 - 109 100.00 18S
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