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Sample Info

Well RINe 28S/18S (Area) Conc. [ng/ul] Sample Description Alert Observations
Al - - 56.7 Ladder Ladder

The upper ribosomal
Bl 9.5 - 106 841 fragment has degraded

The upper ribosomal
Cl 8.1 - 4.5 766 fragment has degraded
Sample concentration
outside functional range
DI 8.7 0.1 15.7 1603 A for RINe and the assay;
The upper ribosomal
fragment has degraded

The upper ribosomal
El 9.5 - 85.9 1506 fragment has degraded
The upper ribosomal
fragment has degraded
The upper ribosomal
fragment has degraded
The upper ribosomal
fragment has degraded
Sample concentration
outside functional range
A 89 0.1 19.9 1495 A for RINe and the assay;
The upper ribosomal
fragment has degraded
The upper ribosomal
fragment has degraded
The upper ribosomal
fragment has degraded

The upper ribosomal
D2 9.1 - 46.7 1 fragment has degraded
The upper ribosomal
fragment has degraded
The upper ribosomal
fragment has degraded
The upper ribosomal
fragment has degraded
The upper ribosomal
fragment has degraded

F1 8.8 - 102 1482

Gl 9.7 - 90.5 1515

H1 7.6 - 31.2 1627

8

9.6 - 171 1539

8]

7.8 - 373 763

8.8 - 84.6 741

8.9 0.1 82.7 1440

9.0 0.1 115 1504

S(8[3|83

9.8 - 83.7 1554
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Sample Table
[ Well | RINe [ 285/18S (Area) | Conc. [ng/ul] | _Sample Description | Alert | Observations |
[ Al [ - - [ 56.7 [Ladder | Ladder |
Peak Table
Si Calibrated Conc. a q o q
ize [nt] [ng/ul] Assigned Conc. [ng/pl] [Peak Molarity [nmol/l] % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
200 6.08 - 89.4 12.14
500 10.4 - 61.1 20.74
1000 8.94 - 26.3 17.85
2000 9.27 - 13.6 18.51
4000 3.84 - 6.50 17.65
6000 6.57 - 322 13.11
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Sample Intensity [Normalized FU] (1043)
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Bl = ) 106 8al fragment has degraded
Peak Table
Size [nt] Calib[r:;{e};]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1785 57.0 - 93.9 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
cl Sl ) 4235 766 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1902 14.0 - 21.7 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
Sample concentration
outside functional range
D1 8.7 0.1 15.7 1603 A for RINe and the assay;
The upper ribosomal
fragment has degraded
Peak Table
a Calibrated Conc. a q .
Size [nt] [ng/ul] Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1924 6.12 - 9.35 92.19 18S
4923 0.518 - 0.309 7.81 28S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
El e B 859 1506 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1745 44.7 - 75.4 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
F1 8.8 - 102 1482 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1694 39.4 - 68.5 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
Gl &4 B 905 1515 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1608 422 - 713 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
The upper ribosomal
HI 9 ) 312 1627 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1775 8.86 - 14.7 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/pl] Sample Description Alert Observations
Sample concentration
outside functional range
A2 8.9 0.1 19.9 1495 A for RINe and the assay;
The upper ribosomal
fragment has degraded
Peak Table
a Calibrated Conc. a q .
Size [nt] [ng/ul] Assigned Conc. [ng/ul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1948 8.12 - 12.3 88.08 18S
3972 1.10 - 0.814 11.92 28S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
B2 Ao ) 171 1539 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1714 111 - 191 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
@ 0 ) 373 763 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1862 12.5 - 19.8 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
D2 A ) 467 ! fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1868 20.6 - 324 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
E2 i ) 84.6 741 fragment has degraded
Peak Table
Size [nt] Calib[r:;{e};]Conc. Assigned Conc. [ng/pul] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1755 36.1 - 60.6 100.00 18S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
2 o 0.1 827 1440 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1730 36.4 - 62.0 93.62 18S
3434 2.48 - 2.13 6.38 28S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
Q@ 9.0 0.1 115 1504 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1755 49.3 - 82.7 93.02 18S
3619 3.70 - 3.01 6.98 28S
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Sample Table
Well RINe 28S/18S (Area) Conc. [ng/nl] Sample Description Alert Observations
The upper ribosomal
H2 ob ) 83.7 1554 fragment has degraded
Peak Table
Size [nt] Calib[r:;z;]Conc. Assigned Conc. [ng/pl] [Peak Molarity [nmol/l]| % Integrated Area Peak Comment Observations
25 40.0 40.0 4710 - Lower Marker
1695 45.0 - 78.1 100.00 18S
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